Global Diversity of Kinship Terminological Patterns: 
Implications for the “Peopling of the Americas” 

The origin of Amerindians continues to be a subject of much controversy. New sources of information may provide important clues into Late Pleistocene history. Since mid-1980s, data from modern human populations, spanning molecular (Johnson et al. 1983), typological linguistic (Nichols 1992), and mythological (Berezkin 2001; 2002b) registers, have been revealing stable patterns of variation interpretable in the Upper Paleolithic time frame. The evolution of kinship terminological systems (KTS) - heuristically claiming a middle ground between linguistics and population genetics - has so far remained disengaged, to the regret of some critiques (Renfrew 1992, 470), from the insipient interdisciplinary synthesis. Prehistoric patterns of cognitive and social evolution have further bearing on our understanding of the “sapient behavior paradox” (Renfrew 1996) inferred from the Middle-to-Upper Paleolithic archaeological record.
Over the past 150 years, kinship studies have produced a series of fundamental analyses of the global patterns of variation, and their implications for social and population history (Morgan 1871; Lévi-Strauss 1969; Dole 1957; Kryukov 1972; Murdock 1968, 1970; Allen 1986). The present report draws on a database of over 1000 KTS representing all first-order linguistic stocks. In (Dziebel 2001), previously poorly described typological markers were integrated into a cladogram of human KTS. KTS exhibit a strong tendency toward multilinear evolution within a core set of parameters, namely relative sex, relative age, and self-reciprocity/polarity. Elaborating on Allen (1986), the ancient human KTS involved intergenerational self-reciprocal equations in all genealogical positions. In the +/1 generations, the overriding of the principle of intergenerational polarity was found in association with relative age distinctions in +/1 generations producing the Bifurcate Collateral classification of “uncles” and “aunts.” In the 0 generation, relative sex and relative age distinctions led to the neutralization of collaterality into the Incorporating (”Hawaiian”) pattern. A generalized ancestral configuration of kinship categories thus reached a cognitive maximum inherent in the core parameters. The development of asymmetric structures out of symmetric structures guided historical transformations in all typologically significant sections of the kinship matrix. 
While early attempts to interpret KTS as indicative of prehistoric population movements (e.g., Morgan’s “Turano-Ganovanian” theory as a proof of the Asian origin of Amerindians) were based on very generic features of KTS, new markers give a robust resolution of continent- and stock-specific patterns of kinship variation and facilitate correlations between genes, KTS, and languages. The analysis of global variation of KTS indicates a primary split, with strong continuity, between Amerindians and the rest of the world followed by a split, with weak continuity, between Amerindians, Asians, and Australo-Melanesians, on the one hand, and Europeans and Africans (excluding the Khoisans), on the other. This configuration points to several waves of population expansion in the Old World, and population stability and long-term isolation of Amerindians (comp. Zhivotovsky et al. 2000, on microsatellites). Many Amerindian KTS (Athabascan, Uto-Aztecan, Hokan, Panoan, Seri, Coahuiltec) cluster with Khoisans, Australians (Yir-Yoront, Kandju, Yaralde), Saami, and Raj-Gond Dravidians corroborating a pre-Mongoloid (”Australo-Melanesian”) component in Amerindians visible in paleoanthropology (Neves et al. 1999), mythology (Berezkin 1998; Berezkin 2001), and social organization (Gregor and Tuzin 2001; Berezkin 2002a). Kinship evidence contradicts the three-migration model of the peopling of the Americas (Greenberg et al. 1986), and joins Merriwether et al. (1995) in seeing “Amerinds,” Na-Dene, and Eskimo-Aleuts as a single population cluster characterized by in-situ variability shaped, as suggested by Rogers et al. (1991), by three Ice Age refugia. The Complexly Differentiated type is present in Eskimo-Aleut, Siouan, and Tupi-Guarani. Strong forms of self-reciprocity attest to a deep historical relationship between Athabascans and “Amerinds”, while “double sibling nomenclature” links Athabascans with Algonquins, and then with Austronesians. 
Notably, both KTS and genetics (Torroni 2000, 80) show the progressive loss of typical “Amerind” markers, and not the acquisition of typical Asian markers, in northern populations, in agreement with the absence of Clovis antecedents in Asia and the northward spread of Clovis technology (Meltzer 2003, 547; Dziebel 2000). A coastal route for the peopling of the Americas finds no support in Amerindian KTS (comp. Turner 2003, on the lack of biological evidence), while in Asia residual “Americanoid” features are indeed concentrated in coastal and island populations. The Complexly Differentiated type shows a declining gradient in Ainu and Polynesians similar to the distribution of the 9-bp deletion (Schurr and Wallace 2002), and several archaic language types (Nichols 1992; Fortescue 1998). Notably Mapuche and Fuegian KTS show specific affinities with North America paralleled by the Siberian-North American shaman drum among the Mapuche (Hultkrantz 1991), northern elements in Patagonian mythology, and the distribution of Clovis-derived fish-tail projectile points (Berezkin 2001, 327-328). However, unlike the Pacific Rim connection, these shared features are significant on continental, rather than global scale suggesting a more shallow temporal horizon. 
The redating of Ushki 7 (Kamchatka) to the end of Clovis time (Goebel et al. 2003), the late arrival of the mtDNA haplogroup X in South Siberia (Reidla et al. 2003), the derivation of several Y chromosome lineages in Mongolia from Amerindian sequences (Bortolini et al. 2003, 530-531, figure 4D), the presence of “Americanoid” skulls in Bronze Age South Siberia (Kozintsev et al. 1999), the sharing of a highly specific kinship terminological profile known as Sliding Generation type between Altaic peoples and Plains Algonquians (its presence in Samoyeds and Ugrians is likely to be the result of borrowing from Turkic), a unique set of mythological motifs connecting South Siberia/Central Asia with the Algonquians, Siouans, and Caddoans (Berezkin 2003) coalesce in a robust hypothesis of a back migration(s) of Amerindians into Siberia (see also Karafet et al. 1999; Uinuk-Ool et al. 2003, 243). Patterns of gene flow within and between continents in the last 10,000-15,000 years have to be more thoroughly studied before either the Multiregional or Out-of-Africa model of human evolution can be adequately tested (comp. Templeton 2002; Hanihara et al. 2003).
References
Allen, N. J. 
1986. Tetradic Theory: An Approach to Kinship. Journal of Anthropological Society of Oxford, 17 (2): 87-109.
Berezkin, Y. E.
1998. Central and South American Indian Mythologies: First Results of Computer Processing. Acta Americana, 6 (1): 77-102.
Berezkin, Y. E.
2001. Most cherez okean: Zaselenie Novogo Sveta i mifologiia indeitsev i eskimosov Ameriki (Bridge Across the Ocean: The Mythology of Indians and Eskimos in America). Lewiston, N.Y.: Edwin Mellen Press (in Russian).
Berezkin, Y. E.
2002a. Review of Gender in Amazonia and Melanesia: An Exploration of the Comparative Method, edited by T. A. Gregor and D. Tuzin. Latin American Indian Literatures Journal, 18 (1): 84-91.
Berezkin, Y. E.
2002b. Some results of Comparative Study of American and Siberian Mythologies: Applications for the Peopling of the New World. Acta Americana, 10 (1): 5-28.
Berezkin, Y. E.
2003. Mythological Links Between South Siberia and North America. Archaeology, Ethnography and Anthropology of Eurasia, 2 (14): 94-105.
Bortolini, M-C., F. M. Salzano, M. G. Thomas et al. (21 authors).
2003. Y-Chromosome Evidence for Differing Ancient Demographic Histories in the Americas. American Journal of Human Genetics, 73: 524-539.
Dole, Gertrude E. 
1957. Developmental Patterns of Kinship Nomenclature. Ph.D. thesis. Ann Arbor: University of Michigan.
Dziebel, G. V.
2000. Towards the Testing of the Null Hypothesis for the Origins of Amerindians”. In Current Research in the Pleistocene, Vol. 17, pp. 125-127. Corvallis, OR: Center for the Study of the First Americans.
Dziebel, G. V. 
2001. Fenomen rodstva: Prolegomeny k ideneticjeskoi teorii (The Phenomenon of Kinship: Prolegomena to Idenetic Theory). St. Petersburg: Peter the Great Museum of Anthropology and Ethnology, Russian Academy of Sciences (in Russian).
Fortescue, M. 
1998. Language Relations Across Bering Strait.: Reappraising the Archaeological and Linguistic Evidence. London and New York: Cassell.
Goebel, T., M. R. Waters, and M. Dikova. 
2003. The Archaeology of the Ushki Lake, Kamchatka, and the Peopling of the Americas. Science, 301: 501-505. 
Greenberg, J. H., C. G. Turner, and S. L. Zegura. 
1986. The Settlement of the Americas: A Comparison of the Linguistic, Dental, and Genetic Evidence. Current Anthropology, 27 (5): 477-497.
Gregor, T. A., and D. Tuzin, eds.
2001. Gender in Amazonia and Melanesia: An Exploration of the Comparative Method. Berkeley, Los Angeles and London: University of California Press, 2001.
Hanihara, T., H. Ishida, and Y. Dodo.
2003. Characterization of Biological Diversity Through Analysis of Discrete Cranial Traits. American Journal of Physical Anthropology, 121: 241-251.
Hultkrantz, Å.
1991. The Drum in Shamanism: Some Reflections. In The Saami Shaman Drum, edited by T. Ahlbäck and J. Bergman, pp. 9-27. Abo: The Donner Institute for Research in Religious and Cultural History.
Johnson, M. J., D. C. Wallace, S. D. Ferris, M. C. Rattazzi, and L. L. Cavalli-Sforza.
1983. Radiation of Human Mitochondrial DNA Types Analyzed by Restriction Endonuclease Cleavage Pattern. Journal of Molecular Evolution, 19: 255-271.
Karafet, T. M., S. L. Zegura, O. Posukh, L. Osipova, A. Bergen, J. Long, D. Goldman, W. Klitz, S. Harihara, P. de Knijff, V. Wiebe, R. C. Griffiths, A. R. Templeton, M. F. Hammer.
1999. Ancestral Asian Source(s) of New World Y-chromosome Founder Haplotypes. American Journal of Human Genetics, 64: 817-831.
Kozintsev, A. G., A. V. Gromov, and V. G. Moiseyev. 
1999. Collateral Relatives of American Indians Among the Bronze Age Populations of Siberia? American Journal of Physical Anthropology, 108 (2): 193-204.
Kryukov, M. A.
1972. Sistema rodstva kitaitsev (Chinese Kinship System). Moscow: Nauka Publishers (in Russian.)
Lévi-Strauss, C.
1969. Elementary Structures of Kinship, edited by R. Needham. Boston: Beacon Press.
Meltzer, D. J. 
2003. Peopling of North America. Development in Quaternary Science, Vol. 1: 539-563.
Merriwether, D. A., F. Rothhammer, and R. E. Ferrell. 
1995. Distribution of the Four Founding Lineage Haplotypes in Native Americans Suggesting a Single Wave of Migration for the New World. American Journal of Physical Anthropology, 98: 411-430.
Morgan, L. H. 
1871. Systems of Consanguinity and Affinity of the Human Family. Smithsonian Contributions to Knowledge, No. 17. Smithsonian Institution, Washington, D.C.
Murdock, G. P.
1968. Patterns of Sibling Terminology. Ethnology, 7 (1): 1-24.
Murdock, G. P.
1970. Kin Term Patterns and Their Distribution. Ethnology, 9 (1): 165-207.
Neves, W. A., D. Munford. M. do Carmo Zanini, and H. M. Pucciarelli.
1999. Cranial Morphological Variation in South America and the Colonization of the New World: Towards a Four Migration Model? Ciência e Cultura: Journal of the Brazilian Association for the Advancement of Science, 51 (3/4): 151-165.
Nichols, J.
1992. Linguistic Diversity in Space and Time. Chicago: University of Chicago Press.
Reidla M., T. Kivisild, E. Metspalu et al. (43 authors).
2003. Origin and Diffusion of mtDNA Haplogroup X. American Journal of Human Genetics, 73 (6): 1178-1190.
Renfrew, C. 
1992. Archaeology, Genetics, and Linguistic Diversity. Man, 27 (3): 445-478.
Renfrew. C.
1996. The Sapient Behaviour Paradox: How to Test for Potential? In Modelling the Early Human Mind, edited by P. Mellars and K. Gibson, pp. 11-14. Cambridge: MacDonald Institute.
Rogers, R. A., L. A. Rogers, R. S. Hoffmann, and L. D. Martin.
1991. Native American Biological Diversity and the Biogeographic Influence of Ice Age refugia. Journal of Biogeography, 18 (6): 623-630.
Schurr, T. G., and D. C. Wallace.
2002. Mitochondrial DNA Diversity in Southeast Asian Populations. Human Biology, 74 (3): 431-452.
Templeton, A.
2002. Out of Africa Again and Again. Nature, 416: 45-51.
Torroni, A.
2000. Mitochondrial DNA and the Origin of Native Amerians. In America Past, America Present: Genes and Languages in the Americas and Beyond, edited by C. Renfrew, pp. 77-87. Cambridge: McDonald Institute for Archaeological Research.
Turner, C. G. 
2003. Three Ounces of Sea Shells and One Fish Bone Do Not a Coastal Migration Make. American Antiquity, 68 (2): 391-395.
Uinuk-Ool, T. S., N. Takezaki, and J. Klein.
2003. Ancestry and Kinships of Native Siberian Populations: The HLA Evidence. Evolutionary Anthropology, 12: 231-245.
Zhivotovsky, L. A., L. Bennett, A. M. Bowcock, and M. W. Feldman.
2000. Human Population Expansion and Microsatellite Variation. Molecular Biology and Evolution, 17 (5): 757-767.
